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□ 1: AF030028. Eisenia fetida co...[gi:3608365] 
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AF030028 1155 bp mRNA 

Eisenia fetida coelomic cytolytic factor 
cds . 

AF030028 

AF030028.1 GI:3608365 

Eisenia fetida (common brandling worm) 
Eisenia fetida 

Eukaryota; Metazoa; Annelida; Clitellata; Oligochaeta; Haplotaxida; 
Lumbricina; Lumbricidae; Eisenia. 

1 (bases 1 to 1155) 

Beschin,A., Bilej,M., Hanssens,F., Raymakers , J. , Van Dyck,E., 
Revets, H., Brys,L., Gomez, J. , De Baetselier , P . and Timmermans , M . 
Identification and cloning of a glucan- and x 
lipopolysaccharide-binding protein from Eisenia foetida earthworm 
involved in the activation of prophenoloxidase cascade 
,J_. Biol. Chem. 273 (38), 24948-24954 (1998) 
98406152 
9733802 

2 (bases 1 to 1155) 

Beschin,A., Bilej,M., De Baetselier , P . and Timmermans, M. 
Direct Submission 

Submitted (14-OCT-1997 ) Cellular Immunology, Free University of 
Brussels (VUB) , Paardenstraat 65, St. Genesius Rode 1640, Belgium 
Location/Qualif iers 

ir.ii55 - 

/organism="Eisenia fetida" 
/mol_type="mRNA" 
/db_xref="taxon: 6396" 
1..1155 
/gene="CCFl" 
1. . 1155 
/gene="CCFl" 
/codon_start=l 

/product= M coelomic cytolytic factor 1" 
/protein id=" AAC35887 . 1 " 
/db_xref="GI : 3608366" 

/translation="MRWTLVVLCLLFGEGFAFTDWDQYHIVWQDEFDYFDGAKWQHEV 
TATGGGNSEFQLYTQDGANSFVRDGKLFIKPTLLADNINPQTGAPFGTDFMYNGVLDV 
WAMYGACTNTDNNGCYRTGAAGDIPPAMSARVRTFQKYSFTHGRVVVHAKMPVGDWLW 
PAI WMLPE DWVYGGWPRS GE I DII ET I GNRUFKNTGGE FLG I QKMGS TMHWG PGWDDN 
RYWLTSLPKHSDDWNYGDNFHTFWFDWSPNGLRFFVDDENQALLDVPYPLIDANPWWV 
DFWEWGKPWLPQYENDNPWAGGTNLAPFDQNFHFILNVAVGGTNGFIPDGCINRGGDP 
ALQKPWSNGDWYNDAMRKFFDARGNWKWTWDDEGDNNAMQVDYIRVYKRN" 

1 atgaggtgga ctttggtggt cttgtgtctg ctgttcggtg aagggttcgc cttcaccgac 

61 tgggatcaat atcacatcgt ctggcaggac gaattcgatt actttgatgg cgcgaagtgg 

121 caacatgagg tcacagcaac tggcggaggg aacagcgaat tccaactgta cacacaggat 

181 ggggccaaca gcttcgttcg agatggaaag cttttcatta agccgacgtt gctggctgac 

241 aacatcaacc cacagacggg tgcgccattt ggaaccgatt tcatgtacaa tggagttcta 

301 gatgtctggg ctatgtacgg ggcctgcacg aatacggaca acaacggatg ctacaggacg 

361 ggagccgctg gcgacattcc accggccatg tcggcacgag ttcgaacctt ccagaaatac 

421" agcttcaccc acggacgcgt tgtcgttcac gccaagatgc ccgtcggaga ctggctctgg 
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481 ccagccattt ggatgttgcc 

541 atcgacatca ttgaaacaat 

601 ggaattcaga agatgggatc 

661 tggctgacca gccttccgaa 

721 ttctggttcg actggagtcc 

781 ctgctcgatg ttccttatcc 

841 tggggaaagc cctggcttcc 

901 ctggctccct tcgaccaaaa 

961 ggcttcatcc cggacggttg 

1021 agcaatgggg actggtacaa 

1081 aagtggacgt gggatgacga 

1141 tacaagcgca actga 



ggaggattgg gtctatggcg 
cggcaaccga gatttcaaga 
aacgatgcac tggggtccag 
acactcagac gattggaact 
caacggactg aggttcttcg 
tctgattgat gcgaatccat 
tcaatacgaa aatgacaatc 
tttccacttc attctgaacg 
catcaatcgc ggcggagacc 
cgatgcaatg aggaaattct 
gggagacaac aatgccatgc 



gatggcctcg atcgggcgag 
acactggtgg agagttcctt 
gatgggacga caaccgatac 
acggtgacaa cttccacacg 
tagacgacga gaaccaggct 
ggtgggtgga tttctgggag 
catgggctgg aggaacgaac 
tggctgtcgg aggaacgaac 
cggccctgca gaagccgtgg 
tcgacgccag aggaaactgg 
aggtcgatta catccgagtc 



Disclaimer I Write to the Help Desk 
NCB1 | NLM | NffFI 



Apr 19 2004 07:23:43 



4/20/04 4:17 PM 



